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[Abstract] Objective To explore the relationships between three candidate functional genes (GRIA1, GRM3 and TCF4)
and schizophrenia, and to provide references for genetic research of schizophrenia. Methods A total of 663 schizophrenia patients in
the psychiatry department of the First Affiliated Hospital of Kunming Medical University who met the diagnostic criteria of the
Diagnostic and Statistical Manual of Mental Disorders, fourth edition (DSM-IV) were selected as the research group, meanwhile,
690 healthy individuals in the physical examination center of the First Hospital of Kunming were set as the control group. 12 single
nucleotide polymorphisms (SNPs) of three candidate functional genes were genotyped by the SNaPshot assay, and the genetic analysis
was also performed. Results The A allele frequency of GRM3 SNP rs6465084 in the research group was significantly different from
that of the control group (P=0.027). Gender—specific correlation analysis revealed that A allele frequency of SNP rs6465084 had
statistic difference between male patients in research group and control group (P=0.02). Conclusion The SNP rs6465084 of GRM3
may be associated with the schizophrenia, and its A allele may increase the risk of schizophrenia.
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